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ABSTRACT 

This study aims to discover the sociocultural factors 

affecting the disease dispersion pattern of the COVID-19 in 

the Philippines. This is an ecological study where the unit of 

observation is the cases of COVID-19 in the country. The 

cases compared was defined in various ways to create an 

explanation of the dispersion pattern of COVID-19 in the 

country. Data was taken from the official reports of the 

Philippine Department of Health as of March 13, 2020, on 

the 52 confirmed cases of COVID-19 in the country. Data 

gathered from the reports were age, sex, existing diseases, 

acquisition (local or international), proximity to carrier and 

health status. Results revealed that older male Filipinos are 

at higher risk of acquiring COVID-19 with prognosis defined 

by certain culturally-related diseases. The dispersion of the 

disease in the country is further compounded by the 

sociocultural context the Filipinos are in. 
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BACKGROUND 

Historically, scientists trying to anticipate the trajectory of 

infectious diseases focused on properties of the agent itself, 

like its level of contagion and lethality. But infectious 

diseases need help to spread their misery: humans meeting 

humans, in person. [1] An infection occurs when a  

 

microorganism survives and multiplies within another, 

usually larger, organism. To trigger infection, pathogens 

must first reach the host, where they may survive unnoticed 

unless an internal or external event triggers the disease. In 

most cases, pathogens reach the human host from the 

external environment through a variety of transmission 

systems. [2]  

 

The novel SARS-CoV-2 coronavirus that emerged in the city 

of Wuhan, China, last year and has since caused a large 

scale COVID-19 epidemic and spread to more than 70 

other countries. [3] Conventional routes of transmission of 

SARS-CoV, MERS-CoV, and highly pathogenic influenza 

consist of respiratory droplets and direct contact, 

mechanisms that occur with SARS-CoV-2 as well. Majority 

of the patients affected had visited a city, or had contact 

with city residents infected with the virus. These findings 

echo the latest reports, including the outbreak of a family 

cluster and transmission from an asymptomatic patient. [4] 

These behaviors further lead to disease dispersion when 

there is weakened disease defense potential due to 

natural causes like ageing process or presence of 

underlying health conditions. This can be further increased 

by the host behavior as described through host travel and 

the number of contacts. [5] 

 

Despite dealing with biomedical practices, infection 

prevention and control is essentially a behavioural science. 

Human behaviour is influenced by various factors, including 

culture. Hofstede's model of cultural dimensions proposes 

that national cultures vary along consistent dimensions 
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which can be grouped and scored as specific constructs. 

[6] In the past decade or so, leading investigators have 

begun to incorporate social networks into their models, 

trying to identify and analyze patterns of individual 

behavior that amplify or mute potential pandemics. [1] The 

introduction of diseases to a country with myriads of human 

inhabitants like the Philippines is consequence of various 

factors which includes social and cultural. There is a need 

to understand health and disease, not only through the 

medical science, but also through social science within the 

sociocultural context. [7] It is in these contexts, that this 

study is undertaken. This primarily aimed to provide 

understanding on how the COVID-19 spread in the 

Philippines looking into consideration the characteristics of 

people infected by the virus. 

 

DATA AND METHODS 

The study is an ecological study where the unit of 

observation is the cases of COVID-19 the country. The cases 

compared was defined in various ways to create an 

explanation of the dispersion pattern of COVID-19 in the 

country. Data was taken from the official reports of the 

Philippine Department of Health as of March 13, 2020 on 

the 52 confirmed cases of COVID-19 in the country. These 

are summarized reports about the individual cases of 

COVID-19 with specific characteristics of each case. The 

data gathered from the reports were age (actual age 

reported), sex (1 – Male; 2 – Female), presence of existing 

diseases (1 – immunocompromised; 2 – with lifestyle 

disease/s; 3 – unknown), acquisition (through 1 – local or 2 

– international travel), proximity to carrier ( 1 – spouse; 2 – 

relative; 3 – others); and health status (1 – dead; 2 – critical; 

3 – stable; 4 - recovered). The data were analyzed using 

cluster analysis since there is no prior information about the 

group or cluster membership for any of the objects. The 

data was grouped into three clusters with the aid of SPSS. 

The analysis of the clusters was based on the judgment of 

the researcher and interpreted in terms of cluster centroids 

with the cluster closest to the Grand Centroid as basis for 

the interpretation. 

 

RESULTS 

The results of the cluster analysis presented in Table 1 led to 

the formulation of hypotheses. 

 

TABLE 1: CLUSTER ANALYSIS 

VARIABLE CLUSTER 1 CLUSTER 2 CLUSTER 3 GRAND 

CENTROID 

Age 50.3913 71.8421 29.5 54.2115 

Sex 1.3043 1.5263 1.2 1.3654 

Existing Diseases 2.8696 2.9474 2.8 2.8846 

COVID-19 Acquisition 1.4348 1.2632 1.5 1.3846 

Proximity to Carrier 2.4783 2.1579 2.9 2.4423 

Health Status 2.8261 2.5789 3.0 2.7692 

Codes: Age (actual age reported), Sex (1 – Male; 2 – Female), Existing Diseases (1 – immunocompromised; 2 – with lifestyle disease/s; 3 – unknown), COVID-

19 acquisition (through 1 – local or 2 – international travel), Proximity to Carrier ( 1 – spouse; 2 – relative; 3 – others); Health Status (1 – dead; 2 – critical; 3 – 

stable; 4 - recovered) 

 

 

Table 1 focusing on Cluster 1 revealed that in terms of age, 

Filipinos affected with COVID-19 are in their 50s within the 

range of 40-60 years old. Majority of them are males with 

pre-existing lifestyle diseases. They acquired the disease 

through travel in affected cities within the country and 

through close continuous contact with relatives or 

housemates. Good to note is that even with the infection, 

health status is stable. 

DISCUSSION 

COVID-19 is a new disease and researchers are still learning 

how it spreads, the severity of illness it causes, and to what 

extent it may spread. Some factors can affect the risk of 

coming into contact with the virus, while other factors can 

affect the risk of developing severe illness. It is noted that 

older adults, 65 years and older, are at higher risk for severe 

illness. [8] But it affects other age groups also, only that 
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those younger age groups affected may have good 

prognosis over others, as what the data in this study 

suggested.  

 

Majority, have a stable condition. With those having older 

ages and pre-existing conditions succumbing to death. This 

is also true to other similar illnesses. Age is the most 

significant risk factor for increased seasonal influenza-

related mortality, with 90% of seasonal influenza-related 

deaths occurring in individuals over the age of 65 years. [9] 

It is more frequent in older adults to have comorbid 

conditions. Many comorbid conditions, both the number 

and type of comorbid conditions, predispose people to 

infections. [10] Furthermore, individuals at highest risk for 

severe disease and death include people with underlying 

conditions such as hypertension, diabetes, cardiovascular 

disease, chronic respiratory disease and cancer. 

Specifically, patients with comorbid conditions had much 

higher crude fatality rates: 13.2% for those with 

cardiovascular disease, 9.2% for diabetes, 8.4% for 

hypertension, 8.0% for chronic respiratory disease, and 7.6% 

for cancer. [11] Similarly, in a study which included 1099 

patients with confirmed COVID-19, three of the most 

common comorbidities are hypertension (15%), diabetes 

mellitus (7.4%), and coronary heart diseases (2.5%). [4] In 

addition, out of the 140 patients infected with SARS‐CoV‐2 

in Wuhan, China, hypertension (30.0%) and diabetes 

mellitus (12.1%) were the most common comorbidities. [12] 

Among the most common disease of the Filipinos are 

lifestyle diseases they acquired due to a lot of cultural 

practices, making them more susceptible to this new 

disease.  

 

It is also notable that in this study, males are most affected. 

The factors that might account for the sex differences in 

infectious diseases in humans are multiple, and include 

social, behavioral and biological factors. [13] Incidences of 

higher infection in men may be attributed to behavioral 

factors as well as biological factors particularly on how sex 

hormones regulate the immune response of the body. [14] 

Gender influences both patterns of exposure to infectious 

agents and the treatment of infectious disease. For 

example, gender roles influence where men and women 

spend their time, and the infectious agents they come into 

contact with, as well as the nature of exposure, its 

frequency and its intensity. [15] The differences in the 

susceptibility to infectious diseases between adult males 

and females can be ascribed more to their varied 

exposures rather than on biological attributes. [16] 

One of the common differences that may influence the 

exposure patterns and treatment is the time spent from 

home and away from home. In most societies, males spend 

more time away from home leaving them more exposed to 

infectious agents outside the home while females tend to 

have more exposure to infectious agents inside the home. 

Another factor that influences exposure patterns and 

treatment is the responsibility of taking care of the sick. 

Females tend to get the role of “care-giving” in the home 

and in healthcare institutions than males exposing them to 

more infectious agents. [15] In this case, despite societal 

evolution, majority of the Filipino men take the role of a 

breadwinner making them go out of the house to find 

means of supporting the needs of the family. It is also 

assumed that those affected with the disease are men with 

high position in their areas of work allowing them to travel 

and get in contact with people, like business owners or 

company managers. 

 

In addition, a study using single-cell sequencing, found that 

expression of ACE2 (the receptor for severe acute 

respiratory syndrome coronavirus 2 [SARS-CoV-2]) was 

more predominant in Asian men, which might be the 

reason for the higher prevalence of COVID-19 in this 

subgroup of patients than in women and patients of other 

ethnicities. [17] 

 

SARS-CoV-2 spreads from person to person through close 

communities. When people with COVID-19 breathe out or 

cough, they expel tiny droplets that contain the virus. These 

droplets can enter the mouth or nose of someone without 

the virus, causing an infection to occur. The most common 

way that this illness spreads is through close contact with 

someone who has the infection. Close contact is within 

around 6 feet. [8] This is supported by the data in the study 

wherein the close continuous contact with an infected 

family member induced the increase in number of 

infected. 

 

The disease is most contagious when a person’s symptoms 

are at their peak. And, it is innate in Filipinos to care for their 

sick family members making them more vulnerable to 

acquiring the disease. However, it is possible for someone 

without symptoms to spread the virus. A new study suggests 

that 10% of infections are from people exhibiting no 

symptoms. Droplets containing the virus can also land on 

nearby surfaces or objects. Other people can pick up the 

virus by touching these surfaces or objects. Infection is likely 

if the person then touches their nose, eyes, or mouth. [8] It 

can still be linked to the Filipino close family ties. Most 
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activities within the day, including meals, are to be shared 

by all members. Practices like kissing the hands exposes 

everyone to acquiring the disease from an asymptomatic 

family member. 

 

Filipinos tend to be very sociable people, wherein every 

opportunity to gather is grabbed, take for example 

attendance to religious events, lunch outs during Sundays, 

visits to relatives and attendance to parties. It is noted in the 

data, that the cases are concentrated in certain areas. 

These areas are centers of urbanization and trade where a 

lot of people converge. The risk of coming into contact with 

the virus depends on how far it has spread in a person’s 

local area.  

 

The virus that causes COVID-19 seems to be spreading 

easily and sustainably in the community (“community 

spread”) in some affected geographic areas. Community 

spread means people have been infected with the virus in 

an area, including some who are not sure how or where 

they became infected. The WHO state that the risk of 

developing COVID-19 is still low for most people. However, 

this is changing as the virus spreads. The risk is higher for 

anyone in close contact with people who have COVID-19, 

such as healthcare workers. Viruses can also spread more 

in certain areas, such as highly populated cities. [8] 

 

The discussion of these factors, however, is based on 

inferences taken from the limited data available online, 

without actually going into in-depth data gathering per 

case. There are weak assumptions presented, but this 

allowed an investigation of the phenomenon of the 

COVID-19 dispersion using the sociocultural context as a 

basis, leading to understanding and more exhaustive 

explorations. 

 

CONCLUSION 

Thus, older male Filipinos are at higher risk of acquiring 

COVID-19 with prognosis defined by certain culturally-

related diseases. The dispersion of the disease in the 

country is further compounded by the sociocultural context 

the Filipinos are in. It is then recommended that cultural 

practices of Filipinos be looked into in crafting policies to 

contain the dispersion of the disease and for effective 

programs to be implanted. 
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